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Epigenetics and Cancer - Histone Modifications
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Epigenetics and Cancer - Histone Modifications

(2011)

Type of Modification H3K4 H3K9 H3K14 | H3K27 H3K79 H3K20 H2BK5
Mono-methylation activation | activation activation | activation | activation | activation
Di-methylation repression repression | activation
Tri-methylation activation | repression repression | repression repression
Acetylation activation |activation
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Epigenetics and Cancer - Histone Modifications
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Histone LCMS - QgqQ Assay - Basic Assay

ART QTAR STGG APR QLATKAAR - SAPATGGV KPHRYRPGTVALREIRRYQ  STELLIRKLPFQRLVREIAQDF TDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA

Bottom up

Trypsin
Digestion

Other Common Strategies Developed — Glu C /Asp N/Arg C and chemical derivatization.
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Histone LCMS - QgqQ Assay - Basic Assay

ART QTAR STGG APR QLATKAAR - SAPATGGV KPHRYRPGTVALREIRRYQ  STELLIRKLPFQRLVREIAQDF TDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA

1) Propionic anhydrlde
. (propinyl amldes)

2) Trypsin Dlgestlon

Garcia, B.A. et. al. Chem/cal:
Derivatization of Histoives fér
Facilitated Analysis by :Mass
Spectrometry. Nature Protocols
2007. 2(4): p. 933- 938
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Histone LCMS - QqQ Assay - Basic Assay
Assay Development — “K9-K14” Peptide
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Histone LCMS - QgqQ Assay - Basic Assay
Assay Development — “K9-K14” Peptide

Add signal response for all K9/K14 peptides

(Response in the peak area)

Divide the individual peak area by the total area
(Result is the Percent Relative Occupancy )

Final Result is a ‘Digital Western Blot ‘
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2141 Histone LCMS - QqQ Assay -
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Technical Note and Understanding
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Histone LCMS - QqQ Assay - Basic Assay - Results

Digital Western Blot H HelaS3
CLL Samples ® Sample 1 (1)
® Sample 1 (2)
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Histone LCMS - QqQ Assay - Basic Assay - Results
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Histone LCMS - QqQ Assay - Basic Assay - Results

K79 peptide
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Histone LCMS - QqQ Assay - Basic Assay - Results

K79 peptide
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Histone LCMS - QqQ Assay - Basic Assay - Results
Oncology Samples
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